
Objective: To analyse the ORF1 gene 3′ region of Turkey Haemorrhagic Enteritis Virus (THEV) in order to:
• develop a molecular diagnostic method able to differentiate vaccine-like and field strains;
• provide an update on THEV epidemiology in Europe.

Conclusions: The method developed in this study is proved to be a useful tool towards making a correct
diagnosis. The data obtained contribute to the knowledge of field distribution of THEV and broaden the
limited information available on native isolates in Europe.

Future Proposal: Longitudinal study will be performed to clarify vaccine kinetics in the field.
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Materials and Methods: 
• 80 samples (turkey’s spleens 

or cloacal swabs) including a 
commercial vaccine;

• New set of PCR primers 
(ORF1, hyd and partial IVa2 
genes);

• Sequencing and Phylogenetic 
Analysis

Results:
• 56/80 THEV sequences  99.8%

nucleotide identity with the vaccine
strain sequence.

• Three non-synonymous mutations
detected (Figure 1).

• Clustering of THEV field and vaccine-like
strains in different phylogenetic
branches (Figure 2).
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Figure 1. Mutations detected in THEV vaccine-
like strains (green) and THEV field strains (red).


